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Abstract:
further research. Biological data are offen canplex, heterogeneous, hierarchical and dynamic, and may need to be integrated. We devel

With the expmential growth of biological data, there exist several challenges to effectively using such infarmation for

oped a software system, namely BioAgent, based on Mult2 Agent system and XML technoogy for data integration, querying and cus2
tomization. BioAgert consists of Infarmation Extraction Agent, Intelligent Integration Agent, User Irterface Agent and Information Cu2

tomized Agent. We also developed a database of variarts located on several lewels based on BioAgent system.
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